# 



1 1. A Aethod for determining whether a compound can 

2 be used to modulate body weight, comprising: 

3 a) measuring expression level of one or more genes 

4 selected from the\ group consisting of LIG4 6, LIG56, Tgtp, 

o LRG-4 7, RC1C-II, ^nd 3tral3 in a cell sample in the presence 
b and absence of the^ ccmpour.a; and 

b) iaent 1 ying the eompcund as useful for 
- modulating oC'Gy weib:;: when the expression level of the 

selected one or 1 mor-s jer.es in the presence of the compound 
0 differs from t ne expression level of the selected one or 
2 more genes in the absence of the compound. 



2. The met. note of claim 1 wnerein the sells in the 
: a mp L e are n e u r : n^ 1 c e 1 1 s . 

\ 



et.iuoo\of claim ] wherein the cel. 
\ 



exor- 



4. The method of claim wnerein expression is 
?asured in oho presence of leptin. 



met hoc for determining vn-tnei a comoouna can 

o: 1 a t. e o c d y ve i g h o. , z o mp - r i s i n g : 

iring •• c; o '/it y cf one or proteins .: electee 
m thrr ?roup cons i sting f L.IG45, L IGE 6, Tgop, LRG-47, 
G-II, anc St rail in a sample in the presence and absence 
one :;cmpounc;; ana 

c. identifying the compound as useful for 
uia t :. ng ocay weight when the accivity of the selected one 
more f; rote ins in the presence o £ the compound differs 
o. on,- ict-ocity of the selected one or more orotem in the 



- 1 j6 - 



ibsence of the compound 



1 6. TJie me t hoc of claim 5 wherein the sample 

2 comprises cell^ and said cells are neuronal cells. 

1 7. The\ method of claim 6 wherein the cells express 

2 Or receptor. \ 



8 . The itetn- 

measured in tne orese 



of claim / wherein activity is 
:e of leptin. 



used t 



>duia ::n 



cm che 



A method for determining whether a compound can 
o modulate booy weight, comprising: 

measuring expression level of one or mere genes 
from the group consisting of L I G 4 , LI G5 6 , Tgtp, 
CI 2-1 I, anci l:r al: in sample of :•. 1 1 s isolated fror 
' ■ to witr'tre compound and m a sample of cells 
from an untreated mammal; and 

identifying tne compsuro as useful for 
g body weight, wren the expression level of the 
one or ir.s: re genes in tne sample of cells isolated 
treated mammal differs from the expression of tne 
one or marc: genes in tne sample of cells isolated 



f claim wherein 



. n tne 



ue neuronal ce 



'rp T-m=> r h '~ c 



of claim 9 wherein the mammal is a 




1 12. ^ method for determining whether a compound can 

2 bo used to modulate body weight, comprising: 

3 a) measuring activity level of one or more 

4 proteins selected from the group consisting of LIG4 6, LIG56, 

5 Tgtp, LRG-47, F^IO-II, and Stral3 in sample of cells 

6 i;ola:ed from a \ mammal treated with the compound and in a 
" sample of ce 1 1 s ;is ol 3 ted from an untreated mammal; and 

c o; identifying the compound as useful for 

2 modular, in? oody weight when one activity level of tne 

2 selected tne :>r more proteins in the sample of cells 

1 isolated from tne treated mammal differs from tne activity 

1 level of the tne or more selected proteins in the sample of 

: ; ceils isolated from' :ne untreated mammal. 

Item 12 wherein tne cells in the 
farm 12 wherein said mammal is a 



. . T.ne method : f 
arc neuronal tells. 



2ne method of 



1':. An isolated nucleic acid molecule selected from 
tne u r o o c cc ssist lsq c f * 

s. a nucleic acic mtleccie co mc-rismg a nucleotide 

-.fccuense writer is at least : s -■: identical to : s s n so .1 eot ide 



-' V 



ID NO : : , 



]Q ID 



or a. complement therec-f ; 

b; a nucleic acid rnclecule coup rising a fragment 
least: 100 nucleotides of the nuoleotiao seauence of 



1 L) NO : / , 



.2 polypeptide comprising the amino acid sequence of SEQ ID 
\ 

13 NO: 7 or SEQ'\ 17 N<j : 4 ;r SEQ ID NO: 6; 

14 d) \a nucleic acid molecule which encodes a 

15 fragment of p polypeptide comprising the amino acid sequence 

16 of SEQ ID N7o7, SEQ ID NO : 4 , or SEQ ID NO: 6, wherein the 

17 fragment comprises at least 15 contiguous amino acids of SEQ 
L~ ID :i0:2, SE5 ID NO: 4 or SEQ ID NO: &; and 

ly e) 3, nucleic acio mo-leoule which encodes a 

7 0 naturally occurring allelic variant of a polypeptide 

7 1 comprising the amino aciu sequence :>f SEQ ID NO: 7, SEQ ID 

-7 70: -i , or 575 ID NO: 1 :-, wherein the nu oleic acio; molecule 

7o o/coicozes Oi a nucleic acid molecule comprising SEQ ID NO:l 

DO co 7EQ ID NO:: uucoo stringent cooait i cos . 



Ine i so la tea nucleic acid molecule c-f claim 15, 
too; from Out ore;:: consist mo of : 

77Q I N _ : I , 7EQ ID 70 : : , SEQ ID 057:5, or SEQ I [ 
coeT.pl (-moot t.uereo f ; ana 

a nuoiouo acio. molecule wnion enccoes a 
; comprising tne amioc acio seguence of SEQ ID 
:D MO: -; p or SEQ ID NO: 5. 



cm; r i s 



u z i o- 1 c 



T e ::t o.c icuc iOic 



mo I eo 



on 



ne :.uc7:ic cicic nu i^cule 



c i a in. 



r u r' c n e- r 



o:p r : s : no nucle.;c acid sequences encoding a heterologou; 



w te i c n c: o n t a c n s c la e nucleic a c o d 



2 molecule of claim 15, 



The host cell of claim 19 which is a mammalian 



no st cell 



21. A non-human mammalian host cell containing th*i 
;cleic acid molecule of claim 15. 



22. An isolated polypeptide selected from the -group 
ce n so s t mg o f : 

a) a fragment of a polypeptide comprising the 
amino acid sequence of 2E0 if N0:2 f 3E0 I f NO: 4, :r SEO 11' 
■22:5, wnerein the fragment comprises at least 15 contiguous 
amine acids of 2E-,, ID NO: 2, £5.0. ID NO: 4, or cEQ ID NO : c ; 

io :■ a naturally oecun ina alleLi.c variant :>f a 



'Deot ide c:omorisiro tne ami no a cid seauence of 



ID 



d:^, or 



D NO: 6, A'herein tne polypeptide 



rncoaea o 



y a nucleic- arid molecule wnicn nyor ichzes t>: 
nucleic acio molecule ro-mpris in a 3E0 ID 102:1, SEO If' KO:'. 
3EQ ID NO;: 5, or oEQ ID NO: 7 under stringent c : n l i t i ons ; 

c a polypeptide which is encoded by a nucleic 
acid molecule ccmorisinc a nucleotide seauence wnicn is 



oent i ::a 1 t o 
.eduonoo of 



;leio: ao:id com;: ris in g the 

:D NO: 2, 2 V.: 1 D NO: ] , 220 ID 



The isoia 



sequence 



a polypeptide of claim 2 2 comp rising 
of SEO IE' NO: 2, SEO ID NO: 4, or SEQ 



polypeptide of claim 



c omp rising 



- iiu 



\ 

l heterologous amino acid sequences. 



. An antibody which selectively binds to a 
2 polypeptide of claim 22. 

\ 

2o\ A method for producing a polypeptide selected 

2 from the gVoup consisting of: 

3 .5:,! \ a polypeptide comprising the amino acid 

4 sequence if'.SEO IE NO: 2, 320 10 MO: 4, or 3E0 ID NO: 6; 

2 o) \a fragment of a polypeptice comprising tne 

2 amiro acid sequence of SEO ID NO: 2, SEO ID NO: 4, or 3E0 ID 

NO: 6, wherein' one fragment comprises at least 15 contiguous 
w amino acids of' SEO ID N0:2, SEO ID NO: 4, or SEO 12' NO: 6; and 
) a naturally occurring allelic variant of a 

polypeptide comprising :ne amino acid sequence if SEO ID 

a 



3EQ 12 NO: 5, or SEO 12 NO: 7 unoer stringent ctnditions; 

compulsing culturing a nost comprising a 2XA 

molecule encoding tne polypeptice- unoer condit i ins in which 

tne nucleic acid it. . 1 c „ , 1 e is exoresseo . 

\ 

\ 

2 • . Tne i = o laced colypepc iae if claim 12 compris ing 
' te ammo acid sequence if SEO IE NO : 2 , SEO ID NO: 4 , or SEQ 



26. A metnod f :>r oetetting the presence if a 
?pt:de of claim 21 in a sample, cimprismi: 

-u contacting tne sample with a compound which 
: i v-- 1 v in n d s t o a pel y p aot i d e of c 2 a it: 2 2 ; a n d 



i 1 I 



5 b) determining whether the compound binds to the 

G polypeptide ir\ the sample. 

\ 

\ 

1 22. Th4 v method of claim 28, wherein the compound 

2 which binds to t\ie polypeptide is an antibody. 

\ 

1 30. A kit\ comprising a compound which selectively 

2 binds to a polypeptide of claim 22 and instructions for use, 



31. A method for detecting the presence of a 
rucleic 2::d molecule of claim 12 in a sample, comprising 
:.he steps of: 

a) contacting the sample with a nucleic acio probe 
t primer which selectively hybridizes to the nucleic acid 

o:o lecuie ; a no 

b; determining whether the nuclei: acio p^rooe or 
■ inter binds to a nutleic acid molecule in tne sarmole. 



hue method of claim :1, wherein the sample 



uiip rises mRK A mo 



and is contacted with a nucleic 



A Kit comprising a compound which selectively 
o a nucleic ucia moie:ule cf claim 1: ana 
t or u S 6: . 



- 4 . 2. me t n o d for icent if yi n g a c omp o u n d w h i c h b i n d s 

■/peptide cf claim 2 2 corner is ma the steps cf: 

.i ; contacting a poiypeptiae, or a ceil expressing 

x tide of claim 22 with a test compound; and 

o determining whet lie r the polvoeot i de binds to 



6 the test compound . 



1 ?5 . Tt\e method of claim 34, wherein the binding of 

2 the test compound to the polypeptide is detected by a method 

3 selected from th\e group consisting of: 

4 a) detection of binding by direct detecting of 

5 test compound /po iypopt ide handing ; and 

6 b; detect ion of binding using a competition 

7 oi noting- assay. ; 

1 3c. A method for modulating the activity :> f a 

2 polypeptiae of claim 22 comprising contacting a polypeptide 

3 or' a cell expressing a polypeptide of claim 22 with a 

4 compound which binds to the polypeptide in a. sufficient 

~ concentration to mcoulate the activity of tne polypeptide. 

1 :". A metnco for treating a weight disorder 

.: of activity rf pre teit selected from the group* consisting of 
4 1IG46, LIG5 6, Tgtp, LRP-4 7, RC10-II, ana Stralo. 

. ~ io The methoO if si aim 21 wherein said molecule is 

a n a n t. i s e n s e mil e c ule . ^ 

\ 

5 . Tne method of claim 37 further comprising 
< i am i r: ^ s t e r i n a 1 e to i n . 



